The cellular fatty acid composition of Legionella longbeachae was determined by gas-liquid chromatography. As in other Legionella species, the fatty acids of this new species are characterized by relatively large amounts of branched-chain acids.
Determination of the cellular fatty acid composition of the etiological agents of Legionnaires disease by gas-liquid chromatography has proved to be a valuable test for their identification and classification. The initial isolates from the 1976 epidemic in Philadelphia, which were later classified as Legionella pneumophila, family Legionellaceae (1), were found to differ from other gram-negative bacteria by the presence of relatively large amounts of branched-chain fatty acids (10) . Subsequent studies confirmed the uniqueness of the cellular fatty acid profile of additional isolates of L. pneumophila (7) , as well as of other more recently designated species of Legionella (4, 5, 8 tated by gas-liquid chromatography and by mass spectrometry as described in earlier reports (6, 9, 10) .
Shown in Fig The fatty acid compositions of known species of Legionella are presented in Table 1 . Without exception, the single most abundant acid in more Determination of the cellular fatty acid composition of suspect isolates is a rapid and reliable screening test for Legionella. The presence of relatively large amounts of the total acids as branched-chain i-14:0, a-15:0, i-16:0, and a-17:0 is characteristic of Legionella. The presence of these acids with major amounts of i-16:0 indicates L. pneumophila or possibly L. longbeachae; other Legionella species are recognized by the presence of these same acids, with a-15:0 as the major component. Identification of fatty acids by gas-liquid chromatography data alone is significantly increased by using capillary columns, since positional isomers of acids with the same carbon number can be resolved with these columns (6, 9) . LITERATURE CITED
